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Fig. 1 (A) 

CAGTGGCAGCAGGCAGTGGCAGCAGGCAGTGGCCCA 3 6 

GGCAGAAATAGCTCCCGCGCGATTCACTGGAGCCTT 7 2 

CCCCGGGCCCTGGTCCCGGCTACCGGGACTCGCGCG 108 

TCCGGATCTCAAAAGCGGCAGAGGCCACCGAAGGGA 144 

CAGGAAGCACTTTGGTCCAGACCACACTCCCGGCAC 180 

AGTGCGGAAAGAGCCGGCGGGAGCCACTCTGATCCC 216 

GGACGCCTCAGCGCCCCCTTGGGCTTGGGCTTGCCC 252 

TCGGGCCGGGGAAGGCTGACCGCGATGCCAGGACGC 288 

MetProGlyArg 4 

GCTCCCCTCCGCACCGTCCCGGGCGCCCTGGGTGCC 324 

Al aPr oLeuAr gThrVa 1 Pr oGlyAl aLeuG lyAl a 16 

; TGGCTGCTGGGCGGCCTCTGGGCCTGGACCCTGTGC 3 60 

TrpLeuLeuGlyGlyLeuTrpAlaTrpThrLeuCys 28 

GGCCTGTGCAGCCTGGGGGCGGTGGGAGCCCCGCGC 396 

GlyLeuCysSerLeuGlyAlaValGlyAlaProArg 40 

C C GTGC C AGGC GC CGC AGC AGTGGGAGGGGC GC C AG 432 

ProCysGlnAlaProGlnGlnTrpGluGlyArgGln 52 

GTTATGT AC C AGC AAAGT AGCGGGCGC AAC AGC C GC 468 

ValMetTyrGlnGlnSerSerGlyArgAsnSerArg 64 

GCCCTGCTCTCCTACGACGGGCTCAACCAGCGCGTG 504 

AlaLeuLeuSerTyrAspGlyLeuAsnGlnArgVal 7 6 

CGGGTGCTGGACGAGAGGAAGGCGCTGATCCCCTGC 540 

ArgValLeuAspGluArgLysAlaLeuIleProCys 88 

AAGAGATTATTTGAATATATTTTGCTGTATAAGGAT 576 

LysArgLeuPheGluTyr 1 1 eLeuLeuTyrLysAsp 100 
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Fig. 1 (B) 

GGAGTGATGTTTC AGATTGAC C AAGC C AC C AAGC AG 612 

GlyValMetPheGlnlleAspGlnAlaThrLysGln 112 

TGCTCAAAGATGACCCTGACACAGCCCTGGGATCCT 648 

Cy s S er LysMe tThr LeuThrGlnPr oTrpAspPr o 124 

CTTGACATTCCTCAAAACTCCACCTTTGAAGACCAG 684 

LeuAspIleProGlnAsnSerThrPheGluAspGln ■ 13 6 

TACTCCATCGGGGGGCCTCAGGAGCAGATCACCGTC 720 

TyrSerlleGlyGlyProGlnGluGlnlleThrVal 148 

CAGGAGTGGTCGGACAGAAAGTCAGCTAGATCCTAT 756 

GlnGluTrpSerAspArgLys S er Al aAr gS er Tyr 160 

GAAACCTGGATTGGCATCTATACAGTCAAGGATTGC 792 

GluThrTrpIleGlylleTyrThrValLysAspCys 172 

TATCCTGTCCAGGAAACCTTTACCATAAACTACAGT 828 

TyrProValGlnGluThrPheThrlleAsnTyrSer 184 

GTGATATTGTCTACGCGGTTTTTTGACATCCAGCTG 864 

VallleLeuSerThrArgPhePheAspIleGlnLeu 1.9 6 

GGTATTAAAGACCCCTCGGTGTTTACCCCTCCAAGC 900 

GlylleLysAspProSerValPheThrProProSer 208 

ACGTGCCAGATGGCCCAACTGGAGAAGATGAGCGAA 936 

ThrCysGlnMetAlaGlnLeuGluLysMetSerGlu 220 

GACTGCTCCTGGTGAGCCTGTGCATAGGGAAGCGGC 972 

AspCysSerTrp*** 224 

AGCATCGGATGTCAGCCCCCTGCGGCCCCAGCTGGA 1008 

GATGGATATGAGACTAGTCAAGATGTGAATGCTAAT 1044 

TGGAGAGAAATATAATTTTAGGAAGATGCACATTGA 1080 
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Fig. 1 (O 

TGTGGGGTTTTGATGTGTCTGATTTTGACTACTCAA 1116 
GCTCTGTTTACAGAAGAAAATTGAATGGCGAGGGTG 1152 
TGGCCATATGAACTGACTAGATGGCTAATATGGACA 1188 
CTTTGGGTATTTCTAATGCCTGTTCAGGGCTGGTTT 1224 
TCTGCATGCACGGGTATACAGATAATGC AGTGCCAT 12 60 
GC AC ATAGGGAAGGGTCAGTAAGAGAAGTTTGC C TT 1296 
GGCAGCAAGTATTTATTGTTGACATTATTCAGAATT 1332 
AGTGATAATAAAAAGCAGAGTGATTTTGGTCAATTT 13 68 
TATTATTAATTCTTAAATTC CCTGC AGAGAATGC C C 1404 
CCTTTATTGCTGCACCAGGGTGGGCATTGCTCCCAC 1440 
TGAGCCCTACTCCACCCTGTCCCTGCACTCCCTTGG 1476 
TTGCCAAAAAAATGATAACTTAAATCCCTTCCAGAC 1512 
TTAAGAATTTTATGGCATGGCCCAATTGATATAAAC 1548 
ATTTAGAAGGAAATGAAAAGCTAAAATAGGAAGTAA 1584 
TTATTCCTCTAAAGAAACATTTTGAGCAAGGCAGTT 1620 
TAGAGAATCCTAATGTCTACACTGGCATAGCACGAG 1656 
CCATGTAAGCTTCTTTTTTTTCTATGCAAGAGTATT 1692 
GATGTATGTGCTGAATCTT CACAGACTTGTCAATAC 1728 
ACAGGCAGTATTCTAAAATAGCACTGAACAGGGAGT 1764 
CAGGAGACTATTGTCTCCTAAAC C C AGGACTAGAGT 1 80 0 
TCCCTCGTACTGTCACTCCTTTGGTCATTAAATGCA 1836 
CTGGGCTTGCCCGCACTTTGGCCTTCCTAGAACGCT 1872 
GCTTCATAACCTCTCTGTCTGACTTCTGCATCTCCT 1908 
TC C AGGTC AGCTC ATTC AC AAGAGTTGC TC C C AAGC 1944 
CTGGATGAGTTGCACCTTGCATCTTGAGC ATGC ATT 19 80 
TCTCACAATAATTATTAAGCTGTGTGATAATTTCTG 2 016 
CTTTCAGGACACTCATCCATTATCTTGGCTGTGAGC 2052 
TCCTTGGGTACGGGTACCTTGTATGTTTAATTTTAT 2 088 
ATCCCTAGCACAAAGCAAGTGCCTGGC ACATAGTCA 2124 
GTGCCCTAAGTATTCGTAGAGTGAAGAATGCC AGCC 2160 
TCTCTTGTCCCTGGTTTCCTTATGTGTTGAATGTGG 2196 
TTGAGTTTGTCCATTGCTAGGGAGAGACTTCCAGTA 2232 
ATAAAATTTACTATTCTAGATGCTTCTACTGTTATG 2268 
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Fig. 1 (D) 

TTTTATCTGCCCATTTATCTTTCTTAGTTACCAGGA 23 04 

GAAATGTGTGACACCTATATTATAATGAAAACAATC 2340 

TTATTACTTATAGTTTATCTATATTAAACAAATTTA 2376 

ATTGCATTTTAAAGCATTCTTTGATATTGTTGCTTT 2412 

TGCAATAAATATGGATAATCTTGGTTATAAGGGAGT 2448 

TAAAACAATGCTGTAATAAATAAAGTGTTTCATGTG 2^84 
ATCAAAAAAAAAAAAAAAAAAAA ~ ?S07 
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Fig. 2 (A) 

CCAGACTCGGACCCCCAAGCCGGAAGCCTCTAAAAC 3 6 

AGAAAATTGGAAAATCGGAAAATCAGGAGAGGCCAG 7 2 

GGC TC C TGAGCTGGTC C C AG AGC AC ATCTTC C AC C A 108 

GCGCTCAGAC AACGCGCGTGACTCTCCCACGCCGGG 144 

CCTCGGCTCCCTCCCAGGTTTGGCTGACCCGGAGGG 180 

CCGCGAATCACGATGCTCACACGCGCTCCCCGCCGC 216 

MetLeuThrArgAlaProArgArg 8 

CTGGTCCAGGGGCCCCGGGAGACCTGGCTGCTTGGC 252 

LeuValGlnGlyProArgGluThrTrpLeuLeuGly 2 0 

GGCCTCTGGGTCTGGATATTGTGCGGCCTGGGGATG 288 

GlyLeuTrpValTrpIleLeuCysGlyLeuGlyMe't 32 

GCGGGCTCCC CGGGAAC CCCGC AGC C ATGC CAGGCG 324 

AlaGlySerProGlyThrProGlnProCysGlnAla 44 

CCCCAGCAGTGGGAGGGACGTCAGGTTCTGTACCAG 360 

ProGlnGlnTrpGluGlyArgGlnValLeuTyrGln 56 

C AGAGC AGCGGGC AC AAC AGC CGC GC C C TGGTGTC C 396 

GlnSerSerGlyHisAsnSerArgAlaLeuValSer 68 

TACGATGGTCTCAACCAGCGCGTGCGGGTGCTGGAC 432 

TyrAspGlyLeuAsnGlnArgValArgValLeuAsp 80 

GAAAGGAAGGCGCTGATCCCCTGCAAGAGATTATTT 468 

GluArgLysAlaLeuIleProCysLysArgLeuPhe 92 

GAATACATTTTACTCTATAAGGATGGAGTGATGTTT 504 

GluTyrlleLeuLeuTyrLysAspGlyValMetPhe 104 

CAGATTGAACAAGCC ACCAAACTGTGTGC AAAGATA 540 

Glnl leGluGlnAlaThrLysLeuCysAlaLys He 116 
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Fig. 2 (B) 

CCCTTGGCAGAACCCTGGGATCCTCTCGACATTCCC 576 

ProLeuAlaGluProTrpAspProLeuAspIlePro 128 

C AGAATTCTACCTTTGAAGATCAGTACTCTATCGGA 612 

GlnAsnSerThr PheGluAspGlnTyr Ser 1 1 eGly 140 

GGGCCTCAGGAGCAGATCATGGTCCAGGAATGGTCT 648 

GlyProGlnGluGlnlleMetValGlnGluTrpSer 152 

GACAGGAGGACAGCCAGATCCTATGAAACCTGGATT 684 

AspArgArgThrAlaArgSerTyrGluThrTrpIle 164 

GGCGTTTATACAGCCAAGGATTGCTACCCGGTCCAG : 720 

GlyValTyrThrAlaLysAspCysTyrProValGln 176 

GAGAC CTTCATTAGGAACTACACTGTGGTCCTGTC C 756 

GluThr Phe I 1 eAr gAsnTyrThrVa 1 Va lLeuSer 188 

ACTCGGTTCTTTGATGTGCAGTTGGGCATTAAAGAC 792 

Thr Ar gPhePheAspValGlnLeuGlyl 1 eLys Asp 200 

CCCTCTGTGTTCACCCCACCAAGCACGTGCCAGACA 828 

ProSerValPheThrProProSerThrCysGlnThr 212 

GCACAGCCAGAGAAGATGAAAGAGAACTGCTCCCTG 864 

AlaGlnPr oGluLysMetLysGluAsnCy s S er Leu 224 

TGAATTTCCATGAGCGGAAGCCACGACCTCAGCTCT 900 

*** 224 

TAGGGACTTTGTGTGGAAATGGACTAGAGGCCAGTT 936 

GGAAAGCAACTCGTCACGAGAAGC AAAGCTAGTTTT 972 

AGGAAGATAAACCCTATGTGGACTTGCTTGTCATCT 1008 

GACTGTGGCTGCTCAGCTCTATTTTTGGAAGGAACG 1044 

TGGGTTATCCTTTCTGTGTGCAGGTGTGTAGTCAGT 1080 

GCTGTAGGGTAGGACGGGGTGAAGGTGGGGTCGGCA 1116 
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Fig. 2(C) 

CAAGGAGTTTGCCTCTGCAGAGTGAACCTTTTATTA 1152 
TTGC C AAT AAGATTGAAAGTG AT AAT AAGATATAGT 1188 
ATAATTTTTTTCAGTTCTCTCCTTACAAAGAAAGTC 1224 
CCTTGCTTGTGTGCACTAGGGTAGTGACAGTTCCCA 1260 
CTGACCCCACACCTGCCTCTGGCTACTATGAGATGA 1296 
CCCTTTAAGATTCTTTCCAAGCTTAAATTTTGTCAC 1332 
ATGGCCCACCGGATGTAGATATTCTGCAAGGAAGTA 1368 
GAAACTTGTAATGCAAAGC AATGTTGCCT CTGAAGG 1404 
GAAAAGAAGTTTTAAGCGGGAGGCTTAGACAATCTT 1440 
AGTATCTTCATGTGAGATGAAGTCCGAGCCGTGTGT 1476 
GGTGCTTTGTGTGCAAGAGTACTGACTGCTGTGCTG 1512 
AAACTATGTCTTTTCTAGCGGGCAAACAGGCTTGCA 1548 
AAACAGCACTGAATTGGGAGGCCCCCAAGTAAGGCC 1584 
TAGGATTCTCTGCTACTCTAATCCTTTAAGTAGTAA 1620 
ATGCACTAGGCTAATAGCTCTCGGCTTGCCTTTCTG 1656 
GAAACTCTCTGTCTATATGACTACTGCTCACGCTTC 1692 
CAACATCAGCTCACATGTGCCCCCTGTGAGCTGCTC 1728 
CAATGCCTGAATTCATTGCACCTTACAGCTTGGCAT 1764 
GCCTTGCTCACAATACTCAGTATGCTGCGTGAGGAT 1800 
TTCCTGATTACTGGAAACTAACCTCTGTTATCCTGG 1836 
GTAAGAATCCCTTGAGTTACGGGTATCGTGTTCTGT 1872 
TTACTAATATCTCCAGCACCAAGCAAGTGCCTGGCA 1908 
CGTAGTCCGTGCCCCAAACATTTGCAGAGAGGAGCT 1944 
CATCAGCTCTGTCAGTGTTTAGTTTTCTCATCTATT 1980 
AAACAGGGTTGGTTTTTCTGGTTGCTAGGGAGACTT 2 016 
GTACTAATGCAACCTACTGTTCTAGATTCTTTATCA 2 052 
CCGTGTTTCATTTGACCACGTATCACCTTTTGTTAT 2 088 
CAAGAGAAATGTGTGAAGCTTGCTTTATGCTGTAGC 2124 
CATCTATATTGTAATTTATCTCTATACAATTAAACA 2160 
AATTT ATTGAC AC C CTAAAAAAAAAAAAAAAAAAAA 2196 
AAAAAA 2202 
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Fig. 3 (A) 

GCAGAGAGCAGGAAAAACAAGCTTTGGTAAGCCTCC 3 6 

GCCAGAGCAGAAAGAGCTGGGGCGATTC ACGCGGCT 7 2 

TTCCCAGGCCGGTGTCCCGGTGTCCGGAGCCCCCAA 108 

GCCAGGAGCCTGTGGAACGGAAAATCGAGAGAGGCC 144 

TGAACTGGGTCCCGGAGCACACCTTTCGCCAGGGCG 180 

CAGAGAAGGCTCACGCGACTAGTCCAACGCAGGGCC 216 

TCGGCTCTCTCTGGAGCTCGGCTGACCCTGGGGCGG 252 

CAGATCACGATGCCCGCGCGGGCTCCCCGCCGCCTG 288 

MetProAlaArgAlaProArgArgLeu 9 

GTCCAGGGGCCTCGGGGGACCTGGCTGCTGGGAAGC 324 

ValGlnGlyProArgGlyThrTrpLeuLeuGlySer 21 

CTCTGGGTCTGGGTGCTGTGCGGCCTGGGGATGGCG 360 

LeuTrpValTrpValLeuCysGlyLeuGlyMetAla 33 

GGCTCCCTGGGAACCCCACAGCCATGCCAGGCACCC 396 

GlySerLeuGlyThrProGlnProCysGlnAlaPro 45 

CAGCAGTGGGAGGGACGCCAGGTTCTGTACG AGCAG 432 

GlnGlnTrpGluGlyArgGlnValLeuTyrGlnGln 57 

AGCAGCGGGCACAACAACCGCGCCCTGGTGTGCTAC 468 

SerSerGlyHisAsnAsnArgAlaLeuValSerTyr 69 

GATGGTCTCAACCAGCGCGTGCGGGTGCTGGACGAG 504 

AspGlyLeuAsnGlnArgValArgValLeuAspGlu 81 

AGGAAAGCGCTGATCCCCTGCAAGAGATTATTTGAA 540 

ArgLysAlaLeuIleProCysLysArgLeuPheGlu 93 

TACATTTTACTCTATAAGGAGGGAGTGATGTTTC AG 576 

TyrlleLeuLeuTyrLysGluGlyValMetPheGln 105 
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Fig. 3 (B) 

ATTGAACAAGCCACCAAA.CAGTGTGCAAAGATCCCC 612 
IleGluGlnAlaThrLysGlnCysAlaLysIlePro 117 

TTGGTGGAATCCTGGGATCCTCTGGACATTCCCCAG 648 
LeuValGluSerTrpAspProLeuAspIleProGln 129 

AATTCTACCTTTGAAGATCAGTACTCCATCGGAGGG 684 
AsnSerThrPheGluAspGlnTyrSerlleGlyGly 141 

CCTCAGGAGCAGATCCTGGTCCAGGAGTGGTCTGAC 720 
ProGlnGluGlnlleLeuValGlnGluTrpSerAsp 153 

AGAAGAACAGCAAGATCCTATGAA&CTTGGATCGGC 756 
ArgArgThrAlaArgSerTyrGluThrTrpIleGly 165 

GTTTATACAGCCAAGGATTGTTATCCGGTCC AGGAG 792 
ValTyrThrAlaLysAspCysTyrProValGlnGlu 177 

ACCTTCATCAGGAACTACACTGTGGTCATGTCCACG 828 
Thr Phe 1 1 eAr gAsnTyr ThrVa 1 Va lMe t S erThr 189 

CGGTTCTTTGATGTGCAGCTAGGCATTAAGGACCCC 864 
ArgPhePheAspValGlnLeuGlylleLysAspPro 201 

TCTGTGTTCACCCCACCAAGCACATGCCAGGCAGCG 900 
S erVal PheThr Pr oPr oSerThr Cy sGlnAlaAla 213 

CAGCCAGAGAAGATGAGTGACGGCTGCTCCTTGTGA 93 6 
GlnProGluLysMetSerAspGlyCysSerLeu* * * 224 

ACTCGCCGAACTGAA.CCCAACCTCAGCTCTTAGTGA 972 

CCTTGTATGGCAATGGATTAGAGACTAGTTTGAAAG 1008 

TAACTCTTCACTGAAAATAAAGCTAATTTTAGGAAG 1044 

ATAAACCCTATGTGGGCTTGCTTGTACATCTGACTG 1080 

TGGCTGCTCAGCTCTGTTTTGAGAAGGAAAGGGGCC 1116 

ATCCTTTCTGTGAGCAGGTGGGTAGTCAGTGCCATA 1152 
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Fig. 3(c) 

GAGTAGGAAAGGGCGGGGGTGGGGTC AGC ACAAGGA 1188 
GTTTGCCTCTGCAGGGTGAGACTTTTATTATTGCCA 1224 
ATAAGAATCGAAGGTGATAATAAGATATAGAATGCT 1260 
TTTGTTCAGTTCTCCCCTTACAAAGAAAGTCCCTTG 1296 
CTTGTCTGCACCAGGGAAGCAAGAGCTCCGAGTGAC 1332 
ACCACCCCCTGCCTCTGGTTACTATAAGATGAGCCT 13 68 
TTAAGATTCTTTCTAGACTTAAATTTTGTGCCATGG 1404 
CCCACTGGATGTAGATATTCTACAAGGAAGTAGAAA 1440 
CTTTTAATACGAAGTAATGATTCCTCTAAAGGGAAA 1476 
GGAAGTTTTAAGAGGGAGGCTTGGACAATCTTAGTA 1512 
TTTACACGTGAGATGAAATGAAGAGTCCCGTGTGCT 1548 
GCTCTGTGTGCAAGAGTACTGACCGCTCTGCTGAAC 1584 
CTTCATGTCTTTTCTAGTGGGCAACCAGGCTTCCAA 1620 
; AATAGCACTGACCTGGGAGGCCCCCAAGTAAGGCCA 1656 
AGAAGTCTCTGCTACTCTAATCTTTTACGTATTAAA 1692 
TGCACTAGGCTAGTAGCCCTTGCCTTTCCTTTCCTG 1728 
AAACTCTTTCAACACAACTGTGTCTATATGACTACG 1764 
GCTCATGCTTCCAAGGTCAGCTCACATGTGACCTCT 1800 
GTGAGCTGTTCCCTGGCCTGAATTCATTGCATCTTA 1836 
CACCTTGGCATGCCTTGCTCACAATACTCATTATGC 1872 
TGTGTGGGATTTCCTGATTACTAGAAGCTGACCTCT 1908 
GCTATCCTGGGTAAGAACGCCCTGAGTACGGGTACC 1944 
ATGCTCTGTTTACTTTAGGATCTCCAGCACCAAGCA 1980 
AGTGC CTGGC ACATAGTC TGTGC C CTTAAC ATTTGT 2016 
AGAAAGGAGCTCACCAGCTCTGTCAGTGTTTAGTTT 2052 
CTTCATCTATTAAACAGGGTTGGTTTTTCTGGTTGC 2088 
TAGGGAGACTTATAGTAATACAACTTACTATTCTAG 2124 
ATTCTTCTTATCGCTGTGTTTTATTTGGCATGTATC 2160 
ATCTTTTGTTATCAAGAGAAGTGTATGATGCTTGCT 2196 
TTATGCCATAGCCATCTATATTGTAATTTATCTATA 2232 
CAATTAAACAAATTTAATGAACCCTATGAATTATTC 2268 
TTTGATGTGTTTGTTTTTGTAAGAAATATGGAGGAA 2304 
CTGAATTATAAAGAAAATAAAATCCTTCTGTAATAA 2340 



11/17 



Fig. 3 (D) 



TCAAATAAA.GTACTTCCCATAATCAAAACCAAAAAA 2376 
AAAAAAAAAAAAAAAAAAAAAAAAAAA 2403 
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Fig. 4 
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Fig. 5 
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Fig. 6 
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Fig. 7 
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Fig- 8 
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